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# Pino Trogu

# School of Design -- San Francisco State University

# DATA? TA-DA! 2 -- More Tips for Better Data Viz

# Workshop 2022-02-22

# HUM 404 -- 4:00 - 6:00 PM

# ALL CODE PROVIDED "AS IS"

# from environment pane, import two separate datasets:
# canl8_1975_2017.csv (breast cancer rates from 1975 to 2017)
# shorten name during import to: can7517

# canl8_2018.csv (breast cancer rates in 2018 by state)
# shorten name during import to: canl8

# plot matrix of possible bivariate plots for can7517
plot(can7517)

# plot only selected variables 1in dataset
plot(can7517[1:3])

# plot matrix of possible bivariate plots for canl8
plot(canl8)

# plot only selected variables in dataset
plot(canl8[1:5])

plot(canl8[3:5])

plot(canl8[5:7])

# plot (canl8) white mortality on X axis and black mortality on Y axis
plot(canl83%whiteMortRate, canl8$blackMortRate)

# add state names

text(canl8$whiteMortRate,
canl8SblackMortRate,
canl8Sstate,
cex=0.5)

# summary for canl8 dataset (info appears in console)
summary (canl8)

summary (can7517)

# line chart tests

plot(canl8SblackMortRate, type="1", lty = 1)
plot(canl8sblackMortRate, type="1", 1ty = 6)
plot(canl8SwhiteMortRate, type="1", lty = 1)

plot(can7517$black, type="1", 1ty = 1)

# khkkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkhkhkkhkhkkhkkhkhkkhkhkkhkkhkhkkhkkhkkhkkhkhkkhkkhkhkhkkhkkhkkhkhkkhkhkhkkhkhkhkkkkkkkk

# START BAR CHART 1 WHITE INCIDENCE RATE

# barplot white breast cancer -incidence rate per 100K F pop. by state 2018
barplot(canl8SwhiteIncRate, names.arg=canl8$state)

#sort by incidence, not alpha by state name
sortByWhiteInc <- canl8[order(canl8$whiteIncRate, decreasing = TRUE), ]

# define anchor points for states labels & add title
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55 | midpts <- barplot(sortByWhiteInc$whiteIncRate, main="1. WHITE breast cancer INCIDENCE per
100K F pop. in 2018")

56
57| # add state names (vertical)

58 || # text(x=midpts+.5, y=-2, sortByWhiteInc$state, cex=0.5, srt=90, xpd=TRUE, pos=2)

59
60 || # add state names (45 degree angle -- run from line 35 but skip 44)

61 text(x=midpts+.5, y=-2, sortByWhiteInc$state, cex=0.5, srt=45, xpd=TRUE, pos=2)
62

63||# export plot (save as PDF)

64

65| # END BAR CHART 1 WHITE INCIDENCE RATE

66 || # khkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkkkxkx

.
28 # khkkhkhkkhkhkkhkkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkkhkkkhk*k
69||# START BAR CHART 2 WHITE MORTALITY RATE

70
71| # barplot white breast cancer death rate per 100K F pop. by state 2018
72 barplot(canl8swhiteMortRate, names.arg=canl8$state)

73
74| #sort by 1incidence, not alpha by state name

75 sortByWhiteMort <- canl8[order(canl8$whiteMortRate, decreasing = TRUE), ]
76
77| # define anchor points for states labels & add title

78 midpts <- barplot(sortByWhiteMortSwhiteMortRate, main="2. WHITE breast cancer MORTALITY per
100K F pop. in 2018")

79
80| # add state names (vertical)

81| # text(x=midpts+.5, y=-1, sortByWhiteMortS$state, cex=0.5, srt=90, xpd=TRUE, pos=2)

82
83||# add state names (45 degree angle -- run from line 35 but skip 44)

84 text(x=midpts+.5, y=-1, sortByWhiteMort$state, cex=0.5, srt=45, xpd=TRUE, pos=2)
85

86| # export plot (save as PDF)

87

gs||# END BAR CHART 2 WHITE MORTALITY RATE

89 # hhkkhkhkkhkhkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhhkkkkxk
920
91
92 # Khkkhkhkkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkkhkhkhkkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkkkhx*k
93 |# START BAR CHART 3 BLACK INCIDENCE RATE

94
95 || # barplot black breast cancer 1incidence rate per 100K F pop. by state 2018
96 barplot(canl8$blackIncRate, names.arg=canl8$state)

97
98| | #sort by incidence, not alpha by state name

99 sortByBlackInc <- canl8[order(canl8$blackIncRate, decreasing = TRUE), ]
100
101 || # define anchor points for states labels & add title

102 midpts <- barplot(sortByBlackInc$blackIncRate, main="3. BLACK breast cancer INCIDENCE per
100K F pop. in 2018")

103
104 | # add state names (vertical)

105 || # text(x=midpts+.5, y=-2, sortByBlackInc$state, cex=0.5, srt=90, xpd=TRUE, pos=2)
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#

add state names (45 degree angle -- run from line 35 but skip 44)

text(x=midpts+.5, y=-2, sortByBlackInc$state, cex=0.5, srt=45, xpd=TRUE, pos=2)

#

#

export plot (save as PDF)

END BAR CHART 3 BLACK INCIDENCE RATE

hhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkhkkhkkkkxkx

hhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkhkkhkhkkhkkhkkhkkhkhkkhkkhkhkhkkhkhkkhkkhkkhkkhkkhkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkkkkkx

START BAR CHART 4 BLACK MORTALITY RATE

barplot black breast cancer death rate per 100K F pop. by state 2018

barplot(canl8$blackMortRate, names.arg=canl8S$state)

#sort by incidence, not alpha by state name
sortByBlackMort <- canl8[order(canl8SblackMortRate, decreasing = TRUE), ]

#

define anchor points for states labels & add title

midpts <- barplot(sortByBlackMort$blackMortRate, main="4. BLACK breast cancer MORTALITY per
100K F pop. in 2018")

#
#

#

add state names (vertical)
text(x=midpts+.5, y=-1, sortByBlackMort$state, cex=0.5, srt=90, xpd=TRUE, pos=2)

add state names (45 degree angle -- run from line 35 but skip 44)

text(x=midpts+.5, y=-1, sortByBlackMort$state, cex=0.5, srt=45, xpd=TRUE, pos=2)

#

+H+

#

export plot (save as PDF)
END BAR CHART 4 BLACK MORTALITY RATE

khkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkkkkkx
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START SIDE-BY-SIDE BAR CHART COMPARISON (various scales)
5.WHITE INC. -- 6.BLACK INC -- 7.WHITE MORT. -- 8.BLACK MORT.

sort by white incidence (no plot)

sortByWhiteInc <- canl8[order(canl8$whiteIncRate, decreasing = TRUE), ]

#

sort by white mortality (no plot)

sortByWhiteMort <- canl8[order(canl8SwhiteMortRate, decreasing = TRUE), ]

#

sort by black incidence (no plot)

sortByBlackInc <- canl8[order(canl8$blackIncRate, decreasing = TRUE), ]

#

sort by black mortality (no plot)

sortByBlackMort <- canl8[order(canl8SblackMortRate, decreasing = TRUE), ]

#

5. White incidence

barplot(sortByWhiteInc$whiteIncRate,

names.arg=canl8$state,
main="5. WHITE incidence'")
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# 6. Black incidence

barplot(sortByBlackInc$blackIncRate,
names.arg=canl8$state,
main="6. BLACK incidence'")

# 7. White mortality
barplot(sortByWhiteMort$whiteMortRate,
names.arg=canl8$state,

main="7. WHITE mortality")

# 8. Black mortality
barplot(sortByBlackMort$blackMortRate,
names.arg=canl8$state,

main="8. BLACK mortality")

# export plot (save as PDF)

# END SIDE-BY-SIDE BAR CHART COMPARISON (various scales)

# KA Ak A A Ak A A Ak A A kA Ak A A Ak A Ak Ak Ak Ak hk Ak khkhkhkhkhkhkhkhkhkhkhkkhkkkhkhkkkhkkhk*k

# khkkkkhkkhkkhkkhkkhkkhkkhkkhkkhkhkhkkhkkhkkhkhkkhkkhkkhkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkhkhkkhkhkkhkkhkkhkkhkhkkhkhkkhkkkkkkkkx

# START SIDE-BY-SIDE BAR CHARTS (synchronized scales)

# 9. 10. 11. 12. WHITE & BLACK MORT.

# 9. White mortality -- default
barplot(sortByWhiteMort$whiteMortRate,
names.arg=canl8$state,
main="9. WHITE mortality -- default")

# 10. Black mortality -- default
barplot(sortByBlackMort$blackMortRate,

names.arg=canl8$state,

main="10. BLACK mortality -- default")
# 11. White mortality -- sync. axes
# define Y range (ylim)

barplot(sortByWhiteMort$whiteMortRate,

names.arg=canl8$state,

ylim = c(0,35),

main="11. WHITE mortality -- sync. axes")
# 12. Black mortality -- sync. axes
# define Y range (ylim)

barplot(sortByBlackMort$blackMortRate,
names.arg=canl8$state,
ylim = ¢(0,35),
main="12. BLACK mortality -- sync. axes")

# export plot (save as PDF)

# END SIDE-BY-SIDE BAR CHARTS (synchronized scales)

# khkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkkkkx
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# khkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkkkkkx

# START SCATTERPLOTS INCIDENCE & MORTALITY
# 13-14-15-16

plot(canl8)

# plot only selected variables in dataset
plot(canl8[1:5])
plot(canl8[2:5])

summary (canl8)

# AKhkkhkkhkkhkhkkhkkhkhkkhkkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkkhk*k (default axes)

# 13 white incidence and mortality (default)
plot(canl8SwhiteIncRate,

canl8sSwhiteMortRate,

main="13. White dincidence and mortality 2018 -- default")

# 14. black dincidence and mortality (default)
plot(canl8SblackIncRate,

canl8sblackMortRate,

main="14. Black incidence and mortality 2018 -- default")

# khkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkhkkhkkhkkkkxkx (fjxed aXeS)

# 15. white incidence and mortality
# define X and Y range (x1lim and ylim)
plot(canl8SwhiteIncRate,

canl8swhiteMortRate,

x1lim = c(75,150),

ylim = c(15,35),

main="15. White incidence and mortality 2018 -- fixed")

# 16. black incidence and mortality
# define X and Y range (x1lim and ylim)
plot(canl8$blackIncRate,

canl8sblackMortRate,

x1lim = c(75,150),

ylim = c(15,35),

main="16. Black incidence and mortality 2018 -- fixed")

# add state names

text(canl8$blackIncRate,
canl8sblackMortRate,
canl8Sstate,
cex=0.5)

# export plot (save as PDF)

# END SCATTERPLOTS INCIDENCE & MORTALITY

# R B R B B B I I b I b I I b I I b b I b I I b I I b S db db S Ib b I 4 b 4
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# khkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkkkkkx

# START SCATTERPLOT -- WHITE & BLACK MORTALITY
# 17-18

plot(canl8)
# plot only selected variables in dataset
plot(canl8[1:5])

plot(canl8[2:5])

summary (canl8)

# Akhkkhkkkhkhkkhkkhkhkkhkkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkkhk*k

# 17 white & black mortality (default)
plot(canl8SwhiteMortRate,
canl8SblackMortRate,

main="17. White & black mortality 2018 -- default")

# 18 white & black mortality (fixed)
# define X and Y range (x1lim and ylim)
plot(canl83SwhiteMortRate,

canl8sblackMortRate,

x1lim = c(15,35),

ylim = c(15,35),

main="18. White & black mortality 2018 -- fixed")

# add state names

text(canl8$whiteMortRate,
canl8SblackMortRate,
canl8Sstate,
cex=0.5)

# export plot (save as PDF)

# END SCATTERPLOT -- WHITE & BLACK MORTALITY

khkkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkkkkkx

HORK KKK KKK KRR KKK KKK kKKK KKK Kk h KKK KKKk kh KKK KKKk k kKKK K KKk
# START SCATTERPLOT -- ALL RACES INCIDENCE & MORTALITY
# 19. ALL

# 20. WHITE

# 21. BLACK

# 22. ALL

#

23. ALL CROPPED

plot(canl8)

# plot only selected variables in dataset
plot(canl8[1:5])

plot(canl8[2:5])

summary (canl8)


pinotrogu
Highlight

pinotrogu
Highlight


/Users/pinotrogu/Desktop/data viz workshop 2022/R/brecan22.R

Saved:

2/22/22, 9:39:37 AM

Page 7/7
Printed for: Pino Trogu

321
322
323
324
325
326
327
328
329
330
331
332
333
334
335
336
337
338
339
340
341
342
343
344
345
346
347
348
349
350
351
352
353
354
355
356
357
358
359
360
361
362
363
364
365
366
367
368
369
370
371
372
373

# 19. ALL races 1incidence and mortality 2018
plot(canl8sall_IncRate,

canl8sall_MortRate,

x1lim = c(75,150),

ylim = c(15,35),

main="19. ALL races incidence and mortality 2018")

# 20. WHITE incidence and mortality 2018
plot(canl8SwhiteIncRate,

canl8swhiteMortRate,

x1lim = c(75,150),

ylim = c(15,35),

main="20. WHITE incidence and mortality 2018")

# 21. BLACK incidence and mortality 2018
plot(canl8SblackIncRate,

canl8SblackMortRate,
x1lim = c(75,150),
ylim = c(15,35),

main="21. BLACK dincidence and mortality 2018")

# 22. ALL AGAIN -1incidence and mortality 2018
plot(canl8sall_IncRate,

canl8sall_MortRate,

x1lim = c(75,150),

ylim = c(15,35),

main="21. ALL 1incidence and mortality 2018")

# add state names
text(canl8$%all_IncRate,
canl8sall_MortRate-.3,
canl8Sstate,
cex=0.5)

# 23. ALL AGAIN CROPPED -- 2018
plot(canl8$all_IncRate,

canl8sall_MortRate,

xlim = ¢(110,140),

ylim = c(15,25),

main="21. ALL 1incidence and mortality 2018")

# add state names
text(canl8$all_IncRate,
canl8sall_MortRate-.3,
canl8Sstate,
cex=0.5)

# export plot (save as PDF)

# END SCATTERPLOT -- ALL RACES INCIDENCE & MORTALITY

# KA A KA KA A A AR A A AR ARk ARk A A kAk Ak Ak Ak hk Ak khkhkkhkhkkhkhk kA hkkhkkkhkkhk*k



