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1/# R code 1
2
3/# R code 2 file has more detailed comments
4 # R code 3 file has black/white disparity plots
5
6 # Pino Trogu
7 # School of Design -- San Francisco state University
8 # DATA? TA-DA!
9 # Data Viz Workshop 2019-02-20
10 # CA 260 - 4:00 - 6:00 PM
11| # ALL CODE BELOW PROVIDED "AS IS"
12
13 # from environment pane, import two separate datasets: health care spending (hc_Spend.txt) & breast

.| cancer (breCan.txt)

14 # familiarize yourself with the datasets, breCan has 13 columns
15
16 # plot matrix of possible plots for breCan (13 x 13 grid)
17 \plot(breCan)

18
19 # plot only columns 1 through 5 and then columns 1 through 3
20/ plot(breCan[1:5])

21| plot(CbreCan[1:37)

22
23 |# summary for breCan dataset (info appears in console)
24 | summary(breCan)

25
26 \# plot matrix for hcSpend
27 | plotChcSpend)

28
29 # 3K 3k 3k 3k 3k sk 3k 3k sk 3k 3k sk sk 3k sk sk 3k sk sk 3k 3k Sk 3k 3k sk 3k 3k sk sk 3k sk sk ok sk sk ok sk sk ok sk skosk sk sk sk sk sk sk sk sk sk k
30/ # BAR 1

31|# BAR CHART (BARPLOT) INCIDENCE

32 # 3K 3k 3k 3k 3k sk 3k 3k sk sk 3k sk sk 3k sk sk 3k sk sk 3k sk sk sk sk sk sk 3k sk sk 3k sk sk ok sk sk 5k sk sk sk 3k sk sk ok sk sk ok sk sk sk sk sk ok
33

34 \# barplot breast cancer incidence per 100K F pop. by state 2011-2015
35 # yearly average during the 5-year period

36 barplot(breCan$incl1_15, names.arg=breCan$state)

37
38 \#sort by incidence, not alpha by by state name

39| sortByInc <- breCan[order(breCan$incl1_15, decreasing = TRUE), ]
40
41 # define anchor points for states labels & add title

42/ midpts <- barplot(sortByInc$incll_15, main="Breast cancer incidence per 100K F pop. 2011-2015")
43
44 # add state names (vertical)

45 |text(x=midpts+.5, y=-1, sortByInc$state, cex=0.5, srt=90, xpd=TRUE, pos=2)
46
47| # add state names (45 degree angle -- run from line 35 but skip 44)

48 | text(x=midpts+.5, y=-1, sortByInc$state, cex=0.5, srt=45, xpd=TRUE, pos=2)
49
so # export plot (save as PDF)

51 # end barplot breast cancer incidence rate
52
53
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BAR 2
BAR CHART (BARPLOT) MORTALITY
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# barplot breast cancer mortality per 100K F pop. by state 2012-2016
# yearly average during the 5-year period

barplot(breCan$mortl12_16, names.arg=breCan$state)

sortByMort <- breCan[order(breCan$mortl12_16, decreasing = TRUE), ]

midpts <- barplot(sortByMort$mortl2_16, main="Breast cancer mortality per 100K F pop. 2012-2016")
text(x=midpts+.5, y=-1, sortByMort$state, cex=0.5, srt=45, xpd=TRUE, pos=2)

# export plot (save as PDF)
# end barplot breast cancer mortality rate
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BAR 3
BAR CHART (BARPLOT) PER CAPITA HEALTH CARE SPENDING
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# barplot per capita health care spending 2014

barplot(hcSpend$spendl4, names.arg=hcSpend$state)

sortBySpend <- hcSpend[orderChcSpend$spendl4, decreasing = TRUE), ]

midpts <- barplot(sortBySpend$spendl4, main="Health care per capita spending 2014")
text(x=midpts+.5, y=-1, sortBySpend$state, cex=0.5, srt=45, xpd=TRUE, pos=2)

# export plot (save as PDF)
# end barplot per capita spending

# 3k 3k sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk

# SCATTER 1

# SCATTERPLOT HEALTH CARE SPENDING (X-axis) AND MORTALITY (Y-axis)
# data from two separate files

# 3k 3k sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk sk
plotChcSpend)

plotChcSpend[1:3])

plot(breCan)

plot(breCan[1:3])

# scatterplot 1

# health care spending (from first file) for X

# breast cancer mortality (from second file) for Y

# plot X from column 2 in first dataset ChcSpend.txt)
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# plot Y from column 2 in second dataset (breCan.txt)
plot(ChcSpend$spendl4, breCan$mortl2_16)
summary(ChcSpend)

summary(breCan)

# define X and Y range (xlim and ylim)
# add main title
plotChcSpend$spendl4,
breCan$mortl12_16,
xlim = c(6000,11000),
ylim = c(17,24),
main="Health care spending 2014 -- Breast cancer mort. 2012-2016"
)

# define X and Y exact data range
plot(ChcSpend$spendl4,
breCan$mortl12_16,
xlim = c(6452,10559),
ylim = c(18,23.40),
main="Health care spending 2014 -- Breast cancer mort. 2012-2016"
D

# add state names

text(hcSpend$spendl4,
breCan$mortl12_16,
breCan$state, cex=0.5)

# export plot (save to PDF)
# end scatterplot 1
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SCATTER 2
SCATTERPLOT INCIDENCE (X-axis) AND MORTALITY (Y-axis)

data from a single dataset file
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scatterplot 2

2 variables from the same dataset file
breast cancer incidence for X

breast cancer mortality for Y

H OB B R

plot(breCan)

plot(breCan[1:5])

plot(breCan[1:3])

plot(breCan$incl11_15, breCan$mortl2_16)

summary(breCan)
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# define X and Y range (xlim and ylim)
plot(breCan$inc11_15,
breCan$mort12_16,
xlim = c(105,145),
ylim = ¢(16,25),
main="Breast cancer inc. 2011-2015 -- Breast cancer mort. 2012-2016"

D

# define X and Y exact data range
plot(breCan$inc11_15,
breCan$mort12_16,

xlim = c(109.4,140.2),

ylim = ¢(18,23.40),

main="Breast cancer inc. 2011-2015 -- Breast cancer mort. 2012-2016"
)
# add state names

text(breCan$inc11_15,
breCan$mort12_16,
breCan$state,
cex=0.5

D

# export plot (save to PDF)
# end scatterplot 2
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SCATTER 3
SCATTERPLOT INCIDENCE (X-axis) AND MORTALITY (Y-axis)
ORIGIN = 0
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# scatterplot 3
# same as scatterplot 2 but origin = @ (instead of MIN)

plot(breCan$incl1_15, breCan$mortl2_16)

# define X and Y range (origin = 0)
plot(breCan$incl1_15,

breCan$mortl12_16,

xlim = c(0,145),

ylim = ¢(0,25),

main="Breast cancer inc. 2011-2015 -- Breast cancer mort. 2012-2016"
)

text(breCan$inc11_15,
breCan$mortl2_16,
breCan$state,
cex=0.2

D

# export plot (save to PDF)
# end scatterplot 3
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